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My name is Andrei Bura, | am 37 years of age, currently a resident of Romania (EU), yet
for the past decade | have lived and worked in the US, in academia. | hold a Ph.D. in
Mathematics from Virginia Tech (USA), and also hold a Master's in Mathematics from the
University of Southern Denmark (DK) and two separate Bachelor degrees, one in
Mathematics and one in Physics, both from Babes Bolyai University (RO). Up until August
2024 | was a Research Scientist and member of the Mathematical Division of the
Biocomplexity Institute at the University of Virginia (USA). | operated inter-disciplinarily,
within small teams with a high degree of independence and was responsible for designing
and performing problem-driven fundamental research in pure math and in applied bio-
mathematics, with an emphasis on combinatorics, algebra, topology bio-informatics,
computational genomics and data science. Furthermore, | was responsible for designing
and writing research projects and grant proposals aimed at a variety of scientific agencies
{(NSF, NIH, CDC, VDH, DARPA, CASI, Trinity, Simons Foundation), sometimes taking
lead roles as Pl or co-Pl. My work has been at the intersection of discrete mathematics,
algebraic topology and biology. | have published several papers on these topics, all in
esteemed journals such as Discrete Mathematics, Journal of Algebraic Combinatorics, and
Rocky Mountain Journal of Mathematics, to name a few. | have also fostered an applied
bio-mathematics line that investigates aligned sequences over finite alphabets, in applied
contexts spanning molecular RNA bi-structures to large scale data arrays comprised of
viral genomic alignments. This was done from varied perspectives like information theory,
topological data analysis, hyper distances, and homological algebra. This has manifested
in publications, in the Journal of Mathematical Biclogy and in RNA, as well as a seminal
paper in the Proceedings of the Royal Society A which deals with symbol entropies
theorems of site linkage spectra for MSAs, allowing for computationally tractable
algorithms that can classify sequence arrays based on particular information theory
metrics. | have participated both as an invited speaker, and sometimes as an organizer, to
various conferences and symposia with mathematical, biological, interdisciplinary and
educational profiles (BEER, SIAMADS, BIRS, ACSB). | have also been involved in
community outreach programs, for instance in the context of the P2PE: Contagion Science
Program, and have received positive feedback on my scientific dissemination and
outreach efforts.
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